
An understanding of cultivar relatedness and population structure can be very useful 
information in breeding and germplasm collection and characterization efforts. Newly 
developed tools and techniques have made it possible to more easily identify previously 
unknown pedigree relations in cultivated apple ( ). Recently, a large-scale 
international collaborative project has been initiated to discover and characterize apple 
germplasm pedigree relationships. For the purpose of developing organic apple cultivars, 
this information can be used to gain a better understanding of which old or underutilized 
cultivars that could be of interest to organic breeding may have desirable or undesirable 
alleles at important trait loci (e.g. disease resistance) based on existing literature and shared 
identical by descent haplotypes at underlying loci. Findings will also be used to aid 
germplasm collections and to provide historical information about cultivars.  
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